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JUATHOCTHYECKASA 3HAYUUMOCTDb GENEXPERT MTB/RIF Y TAHUEHTOB
C HOBBIMU CJIYYAAMMU U PEHUIUBAMMU TYBEPKVYJIE3A JIET'KUX

Beeoenue

TyOepkyné3 sBisieTcss OMHON M3 HanOoJee OMACHBIX HHPEKIIMOHHBIX 00JIe3HEH, KOTopas
JI0 CHX TIOp OCTAeTCs CephEe3HOM yrpo30i I 00IIEeCTBEHHOTO 3/10poBhs. Pecrybnuka bena-
pych oTHOCHUTCS K 30 cTpaHaM C BBICOKMM OpeMeHeM pr(daMIUIITH-YCTOHYHBOTO TyOepKyIe3a.
Kpome Toro, HecMOTpsl Ha CHUKEHHE 3a00JI€BAEMOCTH, SITUIEMUOJIOTMYECKast CUTyaIHsl [0 Ty-
OepKyie3y ocTaeTcsi HeOIaronpusITHOM.

B Hacrosiiee BpeMsi OCHOBHOM METOJ MOATBEPKIACHHS TyOepKysie3a — UCcCeI0BaHUE MO-
KpoThI Ha MUKOOakTepuu Tyoepkyineza (MBT) [1]. Onpenenenue 1ekapCTBEHHON YyBCTBUTEIb-
Hoct MBT 3arpynHeHo: TpaaWIIMOHHBIA METOJ MOCEBa Ha IUIOTHOM cpene JIeBeHIuTelHa —
Wencena v B xunkon cpene B cucreme BACTEC MGIT 960 s Beinenenuss MBT u onpenene-
HUS JICKaPCTBEHHOUN YyBCTBUTEIBLHOCTH AUTCs OT 30 10 60 1HEl, 9To 00yciIaBiIrBaeT HEOOX0-
JUMOCTb COKpAIIeHHs] BpeMEeHH JIa0OpaTOpPHON TUArHOCTUKU TyOepkynesa. [l yCKOpeHHOro
BBISIBJICHHSI TYOEpKysie3a B HACTOsIIIee BpeMsl HIMPOKO HCIOJIB3YIOT MOJIEKYISPHO-TEHETHYE-
ckuii Meton GeneXpert MTB/RIF. JlanHast TeXHOJIOTHS TTO3BOJISIET OBICTPO M TOYHO BBISBUTH
Hanm4yue Bo30ynuTens Tyoepkyseza Mycobacterium tuberculosis v OIIEHUTH €r0 YyBCTBUTEIb-
HOCTb K puamnuiuny. Baxkao ormetuts, uto GeneXpert MTB/RIF nMeer BricOKy10 TUarHo-
CTHUYECKYIO 3HAYMMOCTD U [T03BOJIET MOJIYYUTh PE3YIbTaThl B TEUCHHE HECKOJIBKHUX YaCOB, YTO
3HAUYUTEJILHO COKpANIaeT BpeMs Hayajla KOMIUIEKCHOM Tepanuu y TalueHToB [2, 3].

Henw

Onpenenuts quarHoctudeckyto 3HaunMocts GeneXpert MTB/RIF y nanueHToB ¢ HOBBI-
MU CIIy4asiMHM U PELIUJIMBaMU TyOepKyJie3a JIETKUX.

Mamepuan u memoowvl uccinedo8anus

Ha 6a3e yupexnenus «lomenbckas obnactHas TyOepKyse3Hasi KIMHIHYECKass OOIbHHUIIA
OBLIT MMPOBEJICH PETPOCIICKTUBHBIN aHAN3 60 MEIUIIMHCKUX KapT CTAllMOHAPHBIX MAIIMEHTOB.

Marepuanom wuccienoBaHusi sBIsUIach MOKporta. Crarmctudeckas oOpabOTKa JTaHHBIX
MIPOU3BOAMIIACK IPH MoMoIH rporpamMmbl Microsoft Excel 2019 ¢ ucmonbp3oBanueM cTaHapT-
HBIX METOJIOB OMUCATEIIbHOW CTaTUCTUKU. [[JIs1 OTHOCHTENBHBIX 3HAaYEHUM omnpexaesuics 95%
noeputenbHbd uHTEpBai (95% [AN) metonqom Knonmnepa — Ilupcona. Paznuuus cuutanuck
JIOCTOBEPHBIMU NpU ypoBHE 3HauuMocTH p<0,05.

Pe3ynomamul uccnedosanusn u ux oocyrncoenue

Hccnenyemyto rpymiy coctaBuin 60 yenosek: 43 (72%, 58,5-82,5) myxxuunsl u 17 (28%,
17,4-41,4) xenmmH. beuto BesiBieHo 35 (58%, 45,0-70,9) BnepBbie BBIABICHHBIX CIy4YacB
u 25 (42%, 29,0-55,1) peruauBoB 3aboneBanus. B 3aBucuMocTy oT GopMbI TyOepKynesza ObLIo
BoisiBIIEHO: 40 (67%, 53,3—78,3) uenoBek ¢ MHPUIBTPaTUBHBIM TyOepkyne3zoM, 11 (18%, 9,5-30,4)
¢ nucceMuHupoBaHHbIM, 7 (12%, 4,8-22.5) ¢ ouaroBeim u 2 (3%, 0,4—11,5) ¢ TyOepKynOMOii.

OpnnoBpemenHo Tpemst merogamu (Mukpockonueir, BACTEC MGIT 960 u GeneXpert
MTB/RIF) MBT B Mmokpote oOHapyxeHbl B 44% (29,0-60,0) cmyyaeB. OCHOBHBIMU METOJaMH
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oOHapyxenus MBT ssnsmuce GeneXpert MTB/RIF u BACTEC MGIT 960 B 8% (3,0—-18,3).
[Ipoananu3upoBaB MHPOPMATUBHOCTH COBPEMEHHBIX METOJOB JIA0OPATOPHOM JUArHOCTUKU
MHKOOaKTepHil TyOepKyJie3a, BRISIBIIIN, UTO MPOIICHT 0OHAPYKEHHSI MUKOOAKTEPUH TyOepKyJie-
3a ToIbKO MeTooM GeneXpert cper HOBBIX CITy4aeB v peuanBoB cocTaBmi 78% (65,8—88,0),
YTO COOTBETCTBOBAJIO 47 ciydasim 3a00JIeBaHMUS.

Buieoown
Pe3ynbraTsl MPOBEAEHHOIO HUCCIEI0BAaHMS MOATBEPIKIAIOT BBICOKYIO JTUArHOCTHYECKYIO
3HaYUMOCTH ucnionb3oBanus GeneXpert MTB/Rif B mpaktuke Gprusuarpudueckoii cirykos1. Kpo-
Me TOTo, COBpeMeHHBIN yckopeHHbIH Meron GeneXpert MTB/RIF nmeer nmpeumymiecTBo mo
CPaBHEHHUIO C TPaJIMLIMOHHBIMU METOJaMU InarHocTuku Th 1o cpokam noiy4deHus pesyabraToB.
CIMIUCOK MCMOJIb30BAHHOM JIUTEPATY PhI

1. Mocranosnenne MunucrepcTBa 31paBooxpanenus Pecryonuku bemapycs ot 16 nexadps 2022 Ne 118 yrBepxaeH
KJIMHUYECKUH TPOTOKOIN «/IMarHocTHKa U JIeueHHe MAaleHTOB ¢ TyOepKyJIe30M (B3pOCIIOe U IETCKOE HACEICHUE)».

2. CpaBHMTEBHBIN aHAIIN3 PE3YIBTATOB MOJIEKYIIPHO-TEHETUUECKHUX M KyIbTypallbHBIX METOZIOB B ONPEIETIEHHH JIeKap-
CTBEHHOH YyBCTBUTEIIBHOCTH MHUKoOakTepuii Tyoepkyesa / H. I1. Kyuraup [u ap.] // Tybepkyses u 6one3nu jgerkux. —2019. —
T. 97, Ne 11. — C. 65-66. — doi: 10.21292/2075-1230-2019-97-11-65-66.

3. Diagnostic utility of GeneXpert MTB/RIF assay versus conventional methods for diagnosis of pulmonary and extra-
pulmonary tuberculosis / A. M. Elbrolosy / BMC Microbiol. —2021. — Vol. 21, Ne 1. — P 144. — doi: 10.1186/ s12866-021-02210-5.
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STUDENT KNOWLEDGE OF THE ROLE OF MICROBES
IN ALLERGIC DISORDERS

Introduction

The complex relationship between our skin microbiome and allergic skin diseases is
being thoroughly investigated by scientists [S5]. While the exact processes are still being
studied, there is growing evidence that our skin microbiome’s health has a major impact
on how susceptible we are to certain allergies. Dermatitis, Eczema and Contact dermatitis
are some examples to skin allergic disorders. Allergic respiratory diseases include allergic
rhinitis, chronic rhinosinusitis with nasal polyps, and asthma. Researchers have shown
that the development of allergic respiratory illnesses usually involves bacterial microbiota
dysbiosis [1]. The results of interventional studies on mice and birth cohort studies on humans
converge to suggest that a lack of certain commensal microbes colonizing the respiratory
or gastrointestinal tract affects the development of systemic and/or local immune function,
increasing susceptibility to viral lower respiratory infections and allergic sensitization [4].
Dr. Strachan postulated what is now known as the “hygiene-hypothesis” in the 1980s.
It should be noted that the hygiene hypothesis has not been found to apply to personal hygiene,
but rather to independent host factors that have been shown to affect the composition of the
microbiome and the development of immunologic tolerance, such as the number of older
siblings, contact with pets, and living in an urban versus rural area [3].

Goal
The goal is studying student knowledge of the role of microbes in allergic disorders.
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